In the title compound, C 17 H 19 NO 5 , the morpholine ring adopts a chair conformation with the exocyclic N-C bond in an equatorial orientation. In the crystal, the molecules are linked by C-HÁ Á ÁO and weak aromaticstacking interactions, thereby generating a layered structure.
Structure description
Coumarin derivatives display many biological activities, such as antiviral, anti-HIV, antineoplasm and are used as fluorescent dyes (Bai & Dong, 2016) . We have reported good luminescent properties and excellent cell biocompatibility (Jiao et al., 2018) in coumarin derivatives. In the title compound, a morpholine ring, a typical lysosome-targeting moiety (Li et al., 2018) , is linked to a 7-hydroxy-3-acetylcoumarin unit via a flexible-chain (-O-CH 2 -).
The molecular structure of the title compound is shown in Fig. 1 . The coumarin ring system is essentially planar with a dihedral angle of 0.24 (5) between the fused rings. The morpholine ring adopts a chair conformation with the exocyclic N-C bond in an equatorial orientation.
In the crystal, a one-dimensional chain-like structure is consolidated by C17-H17AÁ Á ÁO4 and C17-H17BÁ Á ÁO1 hydrogen bonds (Table 1) and weak aromaticstacking [centroid-centroid separation = 3.6422 (10) Å ] (Fig. 2) . The chains are connected through very weak C18-H18BÁ Á ÁO1 interactions ( Fig. 3 ).
data reports

Synthesis and crystallization
To a solution of 3-acetyl-7-hydroxy-chromen-2-one (0.50 g, 2.47 mmol) in acetonitrile (15 ml) were added potassium carbonate (1.02 g, 7.41 mmol) and 4-(2-chloro-ethyl)morpholine (0.55 g, 2.97 mmol). The mixture was refluxed for 6 h. After completion of the reaction, the solvent was evaporated under reduced pressure. The crude compound was purified on a silica gel column (petroleum ether: ethyl acetate = 1:1 v/v) giving a yellow solid (0.65 g, 83%) and yellow blockshaped crystals were recrystallized from a petroleum etherethyl acetate solvent mixture.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 .
Figure 3
The sheets generated by C18-H18BÁ Á ÁO1 (purple dashed lines) interactions. H atoms not involved in directional interactions have been omitted. 
Figure 1
The molecular structure of title compound, showing displacement ellipsoids drawn at the 30% probability level. Symmetry codes: (i) Àx þ 1; Ày þ 2; Àz þ 2; (ii) Àx þ 2; Ày þ 2; Àz þ 2; (iii) x; y; z À 1.
Figure 2
The crystal packing of the title compound. The weak C-HÁ Á ÁO hydrogen bonds are shown as yellow and turquoise dashed lines, and the weakstacking contacts are drawn as red dashed lines. H atoms not involved in this network have been omitted.
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Data collection
Bruker SMART CCD diffractometer Radiation source: fine-focus sealed tube Graphite monochromator ω scans 11443 measured reflections 2916 independent reflections 2427 reflections with I > 2σ(I) 
Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O3 0.78260 (11) 1.00250 (6) 1.05321 (8) 0.0437 (7) 0.0437 (7) 0.0516 (7) −0.0062 (5) 0.0063 (5) −0.0074 (6) C3 0.0411 (7) 0.0383 (7) 0.0464 (7) 0.0002 (5) −0.0004 (5) −0.0005 (5) C4 0.0433 (7) 0.0388 (7) 0.0516 (8) 0.0021 (5) 0.0035 (6) −0.0021 (6) O6 0.0705 (7) 0.0564 (6) 0.0450 (5) 0.0185 (5) 0.0066 (5) −0.0004 (4) C6 0.0440 (7) 0.0402 (7) 0.0591 (7) 0.0026 (5) 0.0070 (6) −0.0055 (6) C7 0.0466 (7) 0.0495 (8) 0.0475 (8) −0.0036 (6) 0.0022 (6) −0.0048 (6) C8 0.0433 (7) 0.0404 (7) 0.0511 (8) 0.0062 (5) 0.0025 (6) −0.0026 (6) C9 0.0503 (7) 0.0435 (7) 0.0464 (7) 0.0011 (6) 0.0063 (6) −0.0006 (6) O1 0.0696 (7) 0.0736 (7) 0.0489 (6) 0.0128 (6) −0.0047 (5) 0.0008 (5) 
